SEQUENCE LISTING 



(1) GENERAL INFORMATION: 



(i) APPLICANT: TUCKER, KENNETH 
PLOSILA, LAURA 



(ii) TITLE OF INVENTION: MORAXELLA CATARRHAL I S OUTER MEMBRANE 

PROTEIN-106 POLYPEPTIDE, GENE SEQUENCE AND USES THEREOF 

(iii) NUMBER OF SEQUENCES: 8 



(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: PENNIE & EDMONDS 

(B) STREET: 115 5 Avenue of the Americas 

(C) CITY: New York 

(D) STATE: New York 

( E ) COUNTRY : USA 

(F) ZIP: 10036-2711 



(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS /MS -DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 



(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 

(B) FILING DATE: 

( C ) CL AS S I F I CAT I ON : 

(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Baldwin, Geraldine F. 

(B) REGISTRATION NUMBER: 31,232 

(C) REFERENCE /DOCKET NUMBER: 7969-045 

{ ix ) TELECOMMUNICATION INFORMATION : 

(A) TELEPHONE: (212) 790-9090 

(B) TELEFAX: (212) 869-8864 

(C) TELEX: 66141 PENNIE 



(2) INFORMATION FOR SEQ ID NO:l: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE; amino acid 

( C ) STRANDEDNESS : 

( D ) TOPOLOGY : unknown 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

lie Gly lie Ser Glu Ala Asp Gly Gly Lys Gly Gly Ala Asn Ala Arg 
15 10 15 

Gly Asp Lys Ser lie Ala lie Gly Asp lie Ala Gin Ala Leu Gly Ser 
20 25 30 

Gin Ser lie Ala lie Gly Asp Asn Lys lie Val 
35 40 

(2) INFORMATION FOR SEQ ID NO: 2: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

Gly Thr Val Leu Gly Gly Lys Lys 

1 _ 5 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: other nucleic acid 
(A) DESCRIPTION: /desc = "probe" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
GGNACNGTNC TNGGNGGNAA RAAR 2 4 

(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

( B ) TYPE : nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: DNA (genomic) 



( ix ) FEATURE : 

( A ) NAME / KEY : CD S 

(B) LOCATION: 1..72 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

GAA GCG GAC GGG GGG AAA GGC GGA GCC AAT GCG CGC GGT GAT AAA TCC 48 
Glu Ala Asp Gly Gly Lys Gly Gly Ala Asn Ala Arg Gly Asp Lys Ser 
15 10 15 

ATT GCT ATT GGT GAC ATT GCG CAA 7 2 

lie Ala lie Gly Asp lie Ala Gin 
20 



(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 amino acids 

( B ) TYPE : amino acid 
(D) TOPOLOGY: linear 
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(ii) MOLECULE 



TYPE: protein 



(xi) SEQUENCE 



DESCRIPTION: SEQ ID NO: 5: 



Glu Ala Asp Gly Gly 
1 5 



Lys Gly Gly Ala Asn Ala Arg Gly Asp Lys Ser 
10 15 



lie Ala lie Gly Asp lie Ala Gin 
20 

(2) INFORMATION FOR SEQ ID NO: 6: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: other nucleic acid 
(A) DESCRIPTION: /desc = "probe" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 
YTTYTTNCCN CCNAGNACNG TNCC 24 
(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = ""probe"" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
GGNACNGTNT TRGGNGGNAA RAAR 24 
(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = ""probe"" 

(v) FRAGMENT TYPE: N- terminal 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 
YTTYTTNCCN CCYAANACNG TNCC 2 4 
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